Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.029; wR factor = 0.070; data-to-parameter ratio = 12.6.
In the structure of the title complex, (C 7 
Experimental
Crystal data (C 7 Hydrogen-bond geometry (Å , ). (Yin et al., 2005 ). An isostructural norcantharadin manganese complex (Wang et al., 2010a) , a cobalt complex (Wang et al., 2010b) , a nickel complex (Wang et al.,2012 ) and a zinc complex (Zhang et al., 2012) have been reported. The molecular structure of the title complex is shown in Fig.1 . The cadmium atom is six-coordinated in a distorted octahedral coordination mode, binding to two bridging O atoms of the bicycloheptane unit and four carboxylate O atoms of two symmetry-related and fully deprotonated ligands. 2-aminobenzothiazole is not involved in the coordination of the cation, and N atom of thiazole ring is protonated.The crystal structure is stabilized by N-H···O hydrogen-bonding interactions between the cations and anions and O-H···O hydrogen bonds including the crystal water molecules.
A mixture of 0.5 mmol norcantharidin, 0.5 mmol cadmium acetate, 0.5 mmol 2-aminobenzothiazole and 15 mL distilled water was sealed in a 25 mL Teflon-lined stainless vessel and heated at 443 K for 3 d, then slowly cooled to room temperature. The solution was filtered and block-shaped colorless crystals were obtained.
Refinement
The H atoms bonded to O atoms were located in a difference Fourier maps, repositionned to a correct geometry and subsequently refined using a riding model and allowed to rotate around the pivot oxygen atom (AFIX 6 in SHELXL).
The isotropic ADP of the water hydrogen atoms were set as follows: U iso (H) = 1.5U eq (O). Other H atoms were positioned geometrically and refined using a riding model with C-H = 0.97-0.98 and N-H = 0.86 Å, U iso (H) = 1.2U eq (C,N). A view of the molecule of (I) showing the atom-labelling scheme with displacement ellipsoids drawn at the 30% probability.
Computing details

Bis(2-amino-1,3-benzothiazol-3-ium) bis(7-oxabicyclo[2.2.1]heptane-2,3-dicarboxylato)cadmate hexahydrate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (ii) −x+1, −y, −z+1; (iii) −x+1, −y+1, −z+1; (iv) −x, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
